. Box-whisker plot of alanine in riboswitch data set. Figure S2 . Box-whisker plot of glycerol in riboswitch data set.
The label is constructed in a format of "Aac", "A" represents strains, varies from A to C: A = P. putida DOT-T1E; B = P. putida DOT-T1E-PS28; and C = P. putida DOT-T1E-18. "a" represents four different concentration levels, and varies from 0-3: 0 = control; 1 = 0.2 mg·mL −1 ; 2 = 0.4 mg·mL −1 ; and 3 = 0.6 mg·mL −1 propranolol. "c" represents time points, 1 = T0 (0 min); 2 = T1 (10 min) and 3 = T2 (1 h). Such plots give a comprehensive view of how the concentration levels of the metabolite changes under each unique combination of the factors (strains, dosage of propranolol, and time). Note that T0 samples of the same type of bacteria are the same as the bacteria before the exposure to the drug. Therefore A01, A11, A21, and A31 are of the same type; B01, B11, B21, and A31 are the same; and C01, C11, C21 and C31 are the same. Figure S12 . Box-whisker plot of silanamine in propranolol data set. Lines and labels presented follow the same rule as described in Figure S11 . Figure S13 . Box-whisker plot of trehalose in propranolol data set. Lines and labels presented follow the same rule as described in Figure S11 . Figure S14 . Box-whisker plot of metoprolol in propranolol data set. Lines and labels presented follow the same rule as described in Figure S11 . Figure S15 . Box-whisker plot of 5'-adenylic acid in propranolol data set. Lines and labels presented follow the same rule as described in Figure S11 .
